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. National Chiao Tung University #38 #266

¢ Taiwan | Hsinchu in Asia in the World
National Taiwan University #41 #290
¢ Taiwan | Taipei in Asia in the World
Chang Gung University #99 #468
? Taiwan | Taoyuan in Asia in the World
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AJ0g,) - The Nobel Prize in Chemistry 2024 —
“for protein structure prediction using artificial intelligence.”

to Structures
From Data to Discovery

De novo « AlphaFold Turning
protein design ! High-accuracy sequences
Designing proteln structure into 3D stru r S B Expenmental structure
new proteins _ prediction . . : W High accuracy
for new functions Davnd Baker Demis Hassabis John M. Jumper
University of Washingto Google DeepMind . Google DeepMind '
Creating novel proteins Solving structures Making accurate
with Al at unprecedented scale predictions a reality
1 %A
“ X A o
DR o % RHE2HESN i et 1 @ 034 4 B 5 B3R has transformed biology and opened J L
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From Data to Discovery, From Discovery to Better Health
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Cancer Infectious Diseases

Precision Medicine

Data. Biology. People. A

Comparative genomics & evolution

% @

Tradil’ifn:z\inese gl
Medicine Global Health

Healthier Tomorrow.

s



NYCU 7 7 B2ER k20 B BE bR e

37 B B 3% 5 K B R T m

NATIONAL YANG MING CHIAO TUNG UNIVERSITY - » Medical Big Data and Clinical Applications

From Data /Impac 2 UBBETER R RERMERK - AEBEARBR
a

C[mtc —— From Data to Clinical Impact, Toward a Healthier Tomorrow. ——
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